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Abstruct

In order to study the sensitivity of cells in different cellular status for DNA double-strand breaks(DSB) formation
to the ion-beam irradiation, we used mouse fibroblast cell line BALB-3T3, and compared the morphologies of
phosphorylated histone 2AX (y-H2AX) foci in the logarithmic-growth phase cells and in the stationary phase
cells after the ion-beam irradiation. We found that cells in the logarithmic-growth phase revealed higher
number of y-H2AX foci than cells in stationary phase after proton- or carbon-beam irradiation. Those results

suggest that cells in logarithmic-growth phase have higher DSB formation sensitivity to the ion-beam

irradiation.
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